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This is an open access article under the CC BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).Yadong Yang1a, Xunong Dong 1,2,b, Bingbing Xie 1,2,c, Nan Ding 1,2,d,
Juan Chen 3,e, Yongjun Li 1,f, Qian Zhang 1,g, Hongzhu Qu 1,h,
Xiangdong Fang 1,*,i1 CAS Key Laboratory of Genome Sciences and Information, Beijing Institute of Genomics, Chinese Academy of Sciences,
Beijing 100101, China
2 University of Chinese Academy of Sciences, Beijing 100049, China
3 Technical Service Center of Family Planning and Reproductive Health, National Research Institution for Health
and Family Planning, Beijing 100081, ChinaThe authors regret that there was a typo in Figure 1 published in Issue 1, 2015. In the ﬁgure, ‘‘Integeration’’ should be corrected to
‘‘Integration’’. The correct Figure 1 is shown below. The authors would like to apologize for any inconvenience caused.nces and
Figure 1 The future of cancer research
In the era of big data, one of the major challenges is to make full use of multi-dimensional data from heterogeneous sources, including
different omics data and a variety of medical data from bedside. The success in the battle against cancer will largely depend on population-
sized information from both genomic and clinical resources, advanced algorithms for data mining, open and sharing circumstances.
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